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Data Presentation and Analysis.

1. Determine the concentration of crude IgG (mg/ml) for both samples; Na2SO4 precipitation and DEAE cellulose ion exchange –record requested information in the following table. Include a sample calculation.

	Table 1. Sheep IgG protein concentration determination by UV light absorption.


	Sample
	Absorbance at 280 nm
	Dilution Factor
	Original Protein Concentration (mg/ml)

	Na2SO4 precipitation


	
	
	

	DEAE cellulose ion exchange
	
	
	


Sample Calculation:

Questions

3
1. Newcombe et al.
 investigated the use of MAbsorbent® A2P affinity purification of polyclonal antibodies. Journal article linked on lab website.

a) What is composition of MAbsorbent® A2P?

b) How does MAbsorbent® A2P bind polyclonal antibodies?

c) In the abstract the authors state ‘...eluted IgG purities of >95%, minor levels of albumin (~1%) and undetectable levels of leached ligand in the purified preparations’. What is the optimum elution pH, loading flow and additional treatment to obtain this purity?
pH: ___________________ 
loading flow: ___________________

additional treatment: ______________________
d) In one sentence state the relationship of pH to elution volume and recovery.

� Anthony R. Newcombea, Chrissie Cresswella, Susannah Daviesa, Keith Watsonb, Guy Harrisb, Kieran O’Donovana & Richard Francisa. 2005. Optimised affinity purification of polyclonal antibodies from hyperimmunised ovine serum using a synthetic Protein A adsorbent, MAbsorbent® A2P. Journal of Chromataography B 814: 209-215 








