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M T A
ATGACCGCCA
TACTGGCGGT

VL KR
TCCTGAAACG
AGGACTTTGC

Q AP
GCAGGCGCCC
CGTCCGCGGG

E HE
GAACACGAAT
CTTGTGCTTA

G AQ L
GCGCGCAGCT
CGCGCGTCGA

V A A
AGTGGCCGCC
TCACCGGCGG

AL M
GCGCTGATGG
CGCGACTACC

C G1H
GCGGCATTCA
CGCCGTAAGT

V G G
CGTCGGCGGC
GCAGCCGCCG

R E F
CGGGAATTCG
GCCCTTAAGC

P N I A
CGAATATCGC
GCTTATAGCG

Y L A
CTATCTCGCC
GATAGAGCGG
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CTGCTCGCCG
GACGAGCGGC

11

S S YR
GTTCCTATCG
CAAGGATAGC

11

PN T
GCCGAACACT
CGGCTTGTGA

11

G F D
GGTTTCGACG
CCAAAGCTGC

11
Y P QE
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TAGGCGTTCT

11
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R I A
CCGCATCGCC
GGCGTAGCGG

21

Al K
GCGATCAAAA
CGCTAGTTTT

21

Al S 1
CCATTTCGAT
GGTAAAGCTA

21

I R D
AATCCGCGAT
TTAGGCGCTA

21
K SV

31 41

V.o D I G K T
GTCCTCGACA TCGGCAAGAC
CAGGAGCTGT AGCCGTTCTG

31 41

T GPY P HY
CCGGTCCCTA TCCGCATTAC
GGCCAGGGAT AGGCGTAATG

31 41

TTH G AA
CACCACCCAC GGCGCCGCAG
GTGGTGGGTG CCGCGGCGTC

31 41

AAY T ALRP
GCCTATACGG CCTTGCGCCC
CGGATATGCC GGAACGCGGG

31
F P EE

41
F A K

GCACTACCAG AAGAGCGTCT TTCCCGAAGA ATTCGCCAAG
CGTGATGGTC TTCTCGCAGA AAGGGCTTCT TAAGCGGTTC

11

N E L
AACGAGTTGA
TTGCTCAACT

11

AP V R
CGCCGGTCCG
GCGGCCAGGC
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D S N
CGATTCCAAT
GCTAAGGTTA
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CCTCTCTCGG
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S A F
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A S L
GCCTCGCTGC
CGGAGCGACG

21
H L D
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CHT DLW
CTGCCACACC GACCTCTGGA
GACGGTGTGG CTGGAGACCT

31 41

DAL GP VL
GATGCGCTCG GCCCGGTTCT
CTACGCGAGC CGGGCCAAGA

31 41

L PHL VHR
TGCCGCATCT CGTCCATCGC
ACGGCGTAGA GCAGGTAGCG
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K R D

41
AL A

GATCTCGATC ACCTCGATCA GAAACGCGAT GCGCTCGCCA
CTAGAGCTAG TGGAGCTAGT CTTTGCGCTA CGCGAGCGGT
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AGATCCTCTC
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P G S
CCCCGGTTCC
GGGGCCAAGG
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CCGGCTTTAG
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G P F
GGCCCCTTCC
CCGGGGAAGG

21
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CTGATGACCG ACGCCTGCCT
GACTACTGGC TGCGGACGGA
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CCCTTGCCGG
GGGAACGGCC

21
R EV
CCGTGAGGTC

31 4
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GGCCCCGTCG ACGAACAAGC
CCGGGGCAGC TGCTTGTTCG

31 41

PDKA S QW
CTGATAAGGC GAGCCAGTGG
GACTATTCCG CTCGGTCACC
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G LI G AK
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GCCTGACTAG CCGCGGTTCC
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N A K
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GTTACGGTTC
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D I E
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V V.V
GTCGTCGTGC
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CGCTCTGGTC
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TCCTCACCTA
AGGAGTGGAT
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GGGCGACTAT
CCCGCTGATA
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GCCGCGGAGC
CGGCGCCTCG
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AGCGGCAGCA
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CTATGGCCGG
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TTGTCCGATC
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AGCTGCGGCC
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CTTCGCGCTC
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G T L
GGCACGCTCG
CCGTGCGAGC
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CGCCACGCCT
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S S L
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D S L
GATTCGCTGA
CTAAGCGACT
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CCATGCCTGT
GGTACGGACA
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TTCGATGGGC
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W T A
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ACCTGCCGCT

81

VD R L
TCGACAGGCT
AGCTGTCCGA
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S TG T WV
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GCCGTTCCCT CCTCGCGCTT
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5" 11 21 31 41 51 61 71

+16 AET DVP PQD FPGL AAY RDR WYAA MAZQ
1301 GGGCAGAGAC TGACGTGCCG CCGCAAGATT TCCCGGGACT GGCCGCCTAT CGCGATCGCT GGTACGCGGC GATGGCATAG
CCCGTCTCTG ACTGCACGGC GGCGTTCTAA AGGGCCCTGA CCGGCGGATA GCGCTAGCGA CCATGCGCCG CTACCGTATC

81

91



